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Abstract

Multiple genotypes and subtypes of hepatitis C virus (HCV) have been identified and
considered as an epidemiologic marker that can be used to trace the source of HCV
infection in a given population. HCV has six genotypes (1-6) that have been identified
depending on the conserved region 5'UTR of HCV genome. The 5'UTR- HCV has
become the standard for genotyping. The main purpose of this study was to perform
genotypes/subgenotypes differences of HCV isolates based on sequence analysis of
both 5'UTR and NS5B regions in a set of 56 HCV strains isolated from HCV chronic
patients. Besides, we studied the relation between HCV genotypes and the levels of
liver aminotransferases (ALT and AST), alpha-fetoprotein (AFP) and Interleukin 10
(IL-10). The present HCV-5'UTR phylogenetic tree was showed, in the same
collected HCV samples, HCV genotype 4 (60.79%) was found to be the predominant
genotype followed by genotype 1 (35.29%) and genotype 3 (1.96%). Regarding to
subgenotypes phylogenetic trees, the common subtypes were belonged to subtypes 4a
(77.42%), 4c, 4d (12.90%), 49 (6.45%), 4b (3.23%), 1a, 1b (38.89%), 1c (11.11%), 1d
(5.56%) and 3h (1.96%). Contrary results in the HCV dominancy was observed in the
present NS5B phylogenetic tree where HCV genotype 1 (73.47%) was the
predominant genotype followed by genotype 4 (24.49%) and genotype 3 (2.04%), the
HCV strain primarily belonged to subtypes 1a (100%). Also, the present HCV isolates
circulating in Jeddah seems more related to some global strains such as Morocco,
Egypt, Canada, India, Pakistan and France. Full agreement between HCV-5'UTR and
NS5B genotyping analysis demonstrated no significant between them and the levels
of ALT, AST, AFP and IL-10 in the collected samples. We concluded that HCV
genotype/subgenotype based on phylogenetic analysis of the NS5B region is more
accurate for subtype determination than genotyping based on phylogenetic analysis of
5'UTR. Use of the 5'UTR for clinical test to characterize HCV infection should be
replaced by a subtype-informative test.



